Supplementary figure S1. in situ RNA hybridisation analysis in embryos.
Lateral (a-f) and ventral (g) views are shown. (a-f) nobo mRNA was observed in epidermal cells during stages 5-14. (e) At stage 11, the nobo signal was detected in the amnioserosa (arrow), which is thought to synthesise ecdysteroids. (g) At stage 16 and later, the nobo signal was detected in the PG cells (arrowheads). An inset with a higher magnification of the PG. Scale bar: 100 µm. nobo KO homozygous animals were collected as GFP-negative offspring of nobo KO /CyO-GFP parents that were fed cholesterol (C) or 7dC. For each genotype, PCR products from three single first instar larvae were used for agarose gel electrophoresis. The PCR primers for genotyping are illustrated in Fig. 2a ('F' and 'R') and described in Supplementary table S3 . Black and Magenta arrowheads indicate PCR bands corresponding to the wild-type (2260 bp) and nobo KO (4047 bp) alleles, respectively. Lanes 1-3, Oregon R without any sterol supplements; lanes 4-6, nobo KO /CyO without any sterol supplements; lanes 7-9, nobo KO /nobo KO first instar larvae that were maternally supplied with cholesterol; and lanes 10-12, nobo KO /nobo KO first instar larvae that were maternally supplied with 7dC.
Supplementary figure S3. A phylogenetic tree shows the relationship between Nobo and other GST proteins.
(a) The rootless tree that was generated based on the entire amino acid sequence of Drosophila melanogaster Nobo and the other 277 GST proteins by the neighbour-joining method through the MEGA5 program 68 . The names and GenBank accession numbers of GST proteins in this tree are listed in Supplementary table S4 
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Supplementary table S1. Fly strains used for transgenic rescue for nobo KO
The lethality of nobo KO animals with the expression of nobo and other GST genes.
Numerical data are the same as shown in 
